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Abstract

flavor is popular for healthy to human,and production of flavor by microbial fermentation is a better way to gain the natural flavor. To fully under-

Tobacco flavors are very important to make up for insufficient tobacco aroma caused by tar reducing. Among tobacco flavors, natural

stand the development trend at home and abroad,research progress on production of tobacco flavor by microbial fermentation in recent years was
reviewed ,and the field was also prospected. The aim was to provide references for the development of tobacco flavor by microbial fermentation.
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SR LA BT BRI A N 1) F2 L A EE IR R BE 1, DA T REHE BT
B R A A 2
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R, R e (TR AR 7 ROR A 22 FARAS W o e
. T4, U E (> 10 mmol/L) 1 i 4y Bl BLAR A F| T 14
PRI BB 1, SRR 22 R, B DL I s A 17—
WHEMA . Pérez — rodriguez N % fF 55 | R RIS . — K
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