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Abstract

determine the dominant spoilage bacteria which caused the freshness changes. [ Method ] Volatile basic nitrogen ( TVB-N) content, extraction of

[ Objective | To investigate the freshness of Cantonese Roasted Goose under the different condition of storage temperature and time ,and

bacteria genome ,the 16S rDNA of V3 variable region of bacterial by PCR specific amplification products,denaturing gradient gel electrophoresis
(DGGE) and bacterial community structure were determined. [ Result ] The results showed that the contents of TVB-N were increased significantly
under 24 —48 h placed at 15 C and 12 —36 h placed at 30 °C ; Staphylococcus , Pediococcus acidilactici and Bacillus Cohn. were the dominant
spoilage bacteria under 12 —48 h placed at 15 and 30 °C. [ Conclusion ] During the presevation of the Cantonese Roasted Goose ,staphylococcus , Pe-

diococcus acidilactici and Bacillus Cohn. were the dominant spoilage bacteria.
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%1 16S rDNA V3 AIZEX 5|4 K& DNA EEF 514
Table 1 16S rDNA V3 variable region primers and DNA recycling se-

quencing primers

514 Primer 445 Name J¥%1 Sequence

LWEglY  GC-F357 5’ - CGCCCGCCGCGCGCGGCGGGCGGGGL
Upstream GGGGGCACGGGGGGCCTACGGGAGGCAG-
primers CAG -3’

K357 5" = ACTCCTACGGGAGGCAGCAG -3’
Yzl R518 5" = ATTACCGCGGCTGCTGG -3’
Downstream
primers

PCR R R U 2 fir7n . DNA § 85 R HF#7% PCR, )L
AR 94 C A 4 min,94 °C 25k 30 5,65 CF| 55 C
B BEERREAR 0.5 °C iR & 30 5,72 CHEf 30 s( bt
PGS 20 1K) 5 FERLAEE IR KR (55 “C) iRk 30 5,72 CHE
1130 s, HEAT 10 MEFF, 28 72 CHEAH 10 min™', LS plL
PCR =¥, 28 1. 0% By R WEEE R Ao ViRl 25 5 SR St Je
F -20 CukFRfFRH

%2 PCR ERFZ
Table 2 PCR reaction system

%5 Order i H Item AFH Volume // L.
1 10 x Ex Taq Buffer 2.50
2 dNTP(2.5 mmol/L) 2.00
3 MgCl, (25.0 mmol/L) 2.00
4 Ex Tag DNA AT (5 U/uL, Takara) 0.25
5 A DNA 2.00
6 L5148 1.00
7 TES Y 1.00
8 ddH,0 14.25
9 U 25.00
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Fig.1 Change of TVB-N content in the Cantonese Roasted

Goose during 0 to 72 h under three temperature condi-

tions

200 bp

7E:M. DNA 2 000 bp Marker;1 —1 ~1 5. B£f)

Note:M. DNA 2 000 bp Marker;1-1 to 1-5. samples
2 RS A E 16S rDNA ) V3 X PCR ZRBSHEEE R B ik
Fig.2 16S rDNA V3 PCR products in agarose gel electrophore-

sis of bacteria in the Cantonese Roasted Goose
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Fig.3 16S rDNA V3 DGGE electrophoresis under different tem-
perature and time of bacteria in the Cantonese Roasted
Goose
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Table 3 Results of DGGE do minant band sequence contrast

P L I 5
Band Similar Similarity Logon
sequence bacteria degree // % number

a AR (Staphylococeus saprophyticus ) 98 HM584107. 1
b 2R BB ERE (Staphylococeus epidermidis ) 99 HM218641. 1
c FLIT 8 (Lactobacillales bacterium) 100 EU728748. 1
d AR TR (Staphylococeus xylosus) 98 HM854231. 1
e M\ 5 & ( Comamonassp ) 95 KJ703029. 1
f R 2 AT i ( Lysinibacillus sp. ) 100 HQ437164. 1
g & [CFLER T ( Lactococeus garvieae) 96 EU728748. 1
h FUAFE (Lactobacillus alimentarius) 99 KJ737424. 1

i ZFHIFT R (Bacillus) 100 HM853675. 1
j FLECAZ5BR 1 ( Staphylococeus cohnii) 99 HM218041. 1
k ] /R SR A5 2 BR R ( Staphylococeus arlettae) 99 FN811327.1
1 FLIR 8K 1# ( Pediococcus acidilactici) 100 KM096590. 1

FFEJE (Bacillus ) , BEIPBERS TVB - N & 7E55 1 AR5 BTt
BrEc(F1,P <0.5) % 0 h I RHFEH B 278k, R Wix 3
FHERS | PERE BT L 1Y 5 T 7E 48 b I, TS5 4 BEA I
FE B TVB - N & BHLTEQRSL R B B, SW]ix 3
FOLEBREA TR KM, B 2, 5 HAl 55 35 R e 5
B SRS, S BCHAL S AR T2, W i T4
R GFRT 2 HAERE b PO B 5™ 28 TVB - N, 3L
TVB - N &t B2 EIF(E 1,P <0.5) el B T

30 CHAFALHE 12 h B RE A b 32 205 A7 4 4 B3RO R
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PENES 1AW R, H a4 R7 12 h, H TVB - N & &
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TR AR 38 B A A B, B AU E K

HA K SO R m AP 36 h 5 R E S A # AR E R
(Staphylococcus) \FLFT Hi J& ( Lactobacillales bacterium)) | Zf {1
¥ 0 & ( Bacillus ) AE F T & ( Comamonassp ) , B i#E A
PRRGHTEE RS 2 DA TR (R 1), AR
IR
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Table 4 Analysis on dominant bacteria of the Cantonese Roasted Goose in different temperature and time

WIHERE S 15 C 30 C
Initial sample(0 h) 24 h 48 h 12 h 36 h
& ECFLBREA Lactococcus garvieae T R TR AR O T4 R TR AR O
AR B Bacillus TR R FLER Fr Bk FUAF R FUAF R
ZEEFT R ZEUFT RS ZEEFT R ZEUFT R
AEHHEHE
3 &g S 3k

JURBERS 15 CA FCE 24 ~48 h.30 CHE 12 ~
36 h,TVB - N & .25 Tk (1), fef B2 il R B, 2k 22
BERMEIH A Y haE XS, A ks g i .

ST = pe R B e 78 A 1 2 SR W R O A 3K
J& ( Staphylococcus ) \FL R A Bk T J& ( Pediococcus acidilacti-
i) AT S (Bacillus ) AT B0 J& ( Comamonassp ) , H

SN I & Ay 4 %5 3K T ( Staphylococeus ) |\ FLFT T &

(Bacillus) FLIE F R F )& ( Pediococcus acidilactici) .
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