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Abstract
Plant Genomic DNA Kit centrifugal column method, DNA was extracted from 11 species of fresh mulberry leaves. [ Result] The method is sim-

[ Objective | The aim was to screen out a method to obtain high quality DNA from mulberry genome. [ Method ] By using improved

ple, rapid, and can effectively remove polysaccharides, polyphenols, protein and other impurities in the mulberry leaves, the DNA is able to
meet the RAD-Seq high-throughput sequencing requirements. [ Conclusion] A DNA extraction method for Morus RAD-Seq sequencing was estab-

lished.
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1 [SE3 M. alba 92.5 1.82
2 EE ] M. mongolica 132.6 1.90
3 Kz M. wittiorum 114.3 1.87
4 pEE=3 M. australis 169.3 1.82
5 JIES M. macroura 275.7 1.82
6 EHSES M. serrata 313.8 1.84
7 e M. mongolica var. 160. 4 1.83
diabolica
JIE M. notabilis 130.5 1.88
63 M. nigra 259. 1 1.88
10 =B M. cathayana 164.2 1. 80
11 EF M. yunnanensis 227.4 1.83
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