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Abstract
technology system was established. [ Method ] In view of the species specific DNA sequences, primers were designed and marked; the PCR re-

[ Objective | In order to improve the efficiency of detecting ingredients of animal origin, the PCR - nucleic acid strip rapid detection

action system was established and optimized; the results were interpretated by the nucleic acid strip. [ Result] The results showed that: the
PCR- nucleic acid strip is high specificity ; absolute sensitivity is 0. 001 3 ng/puL; the actual sensitivity in mixed samples is 0. 01% ; the actual
sensitivity in processing sample is 0. 1% ; the detection rate of minimum detection limit is 100% , the stability is good. [ Conclusion] To sum
up, the high sensitivity as PCR and high specfticity as immunology made the PCR- chromatography strip valuable for the rapid detection

method.
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