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Research Progress of Expression Systems of Escherichia coli and Yeast
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Abstract Due to the rapid development of recombinant DNA technology and proteomic technology, exogenous gene expression technology has
received much attention. It plays increasingly important role in the field of biological, foodstuff, industry and medical science. In recent
years, the use of prokaryotic and eukaryotic expression systems for exogenous gene amplification and expression to produce proteins vaccines,
nucleic acid vaccine and enzyme preparations, etc. is the emerging fields of fermentation industry. Prokaryotic expression and eukaryotic ex-
pression systems were commonly used to express exogenous gene. The research progress of yeast and E. coli expression systems in recent years

were reviewed.
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