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Research Progress of Tetraspanins Protein in Plant

ZHAO Qian-gian, WANG Yu-xin ( College of Chemistry and Life Science, Zhejiang Normal University, Jinhua, Zhejiang 321004 )
Abstract Tetraspanins (TETs) is a large class of evolutionary conserved proteins with four transmembrane domains, which are widely distrib-
uted in all multicellular organisms. In this research, we reviewed the structural characteristics, system evolution of the plant TETs protein, as
well as the biological function of model plant Arabidopsis thaliana TETs protein super family and tomato Tetraspanin3 protein, so as to provide

references for better research of plant TETs protein super family.
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