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Abstract
search object,denaturing gradient gel electrophoresis (DGGE) was applied. [ Result] The results showed that the strips were gradually reduced

[ Objective | In order to analyze the changes of microflora during the fermentation of pickles. [ Method ] With homemade pickles as re-

from 13 strips at day 1 to 11strips at day 4 and to 9 strips at day 7. There were only 2 strips in the end product. [ Conclusion] The original mixed

(LA MIBE-EBE AP 2, LD PG4T HH 03400052, B mUAMY K2 B b B2 B , 1195 g 50

bacteria were gradually replaced by do minant bacteria.
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Fig.1 Electrophoregrams of DNA in pickle juices
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Fig.2 Electrophoregrams of 16S rDNA
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