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Abstract
which will provide the molecular basis for improvement of Leizhou black duck and improve the quality of meat flavor. [ Method ] Using RT-PCR

(Agriculture College of Guangdong Ocean University, Zhanjiang, Guangdong
[ Objective ] To understand structure characteristics and protein function of partial PID1 gene sequence of Leizhou black duck,

cloning gene partial sequence of the Leizhou black duck PID1, homology sequenced, phylogenetic tree was constructed, and their protein
structure and function was forecasted. [ Result] A length of 369 bp nucleotide sequence was obtained, the sequence encoding the 80 amino
acids, most of which are hydrophobic amino acids. It was found homology alignment and phylogenetic tree species such as people, cattle and
chickens, Leizhou black ducks and chickens homology of 94% , together in a phylogenetic tree on. And its protein structure prediction, and
found that there is no similar transmembrane signal peptide, and present in the cytoplasm. [ Conclusion ] Leizhou black duck PIDI protein is

involved in the regulation of intramuscular fat deposition in the cytoplasm, and recent genetic relationship with chicken.
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