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The Identification of Duck Origin Ingredients in Livestock and Poultry Meat by PCR Technique
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Abstract

od ]16S rRNA gene and COI gene were used as target sites, the specific primers of duck were designed. The DNA of common livestock and poul-

(Institute of Poultry, Chinese Academy of Agricultural Sciences, Yangzhou,Jiangsu
[ Objective | In order to establish a quick and accurate peculiar method, which could identify the components of duck origin. [ Meth-
try meat including mutton, beef, pork, rabbit meat, pigeon meat, quail meat, chicken, duck and goose were used as template. Through PCR

amplification , the specificity and sensitivity of primer were detected. [ Result]The selected primer could identify the components of duck origin ef-
fectively. The method was convenient and concise, and the sensitivity was high. [ Conclusion] This method could detect the duck origin in live-

stock and poultry meat quickly and effectively.
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