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Abstract

domestication means, and provide references for the ecological restoration of contaminated sites by polychlorinated biphenyls. [ Method ] PCR-
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[ Objective | The aim was to analyze the differences of community structure of PCBs degrading bacteria under different means of

DGGE technology was used to analyze the activated sludges under 8 kinds of domesticated methods. [ Result] To join the same kind of PCB i-
tem system, the similarity of biological communities was relatively high; In aerobic system the similarity was higher than between aerobic and
anaerobic systems; Under aerobic conditions, biological phase in the high chlorine PCB system was richer than in low chloride PCB system;
biological phase in aerobic system was recher than the anaerobic system; Some species was exsited in aerobic system and anaerobic systems.
[ Conclusion ] Some empirical rules were obtained, which was conductive to the enrichment and improvement of the library of PCBs degradation

bacteria.
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