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Separation and Identification of Biocontrol Bacteria against Pepper Bacterial Wilt

SHI Zhong-liang
Abstract

(Huai’ an Bioengineering Higher Vocational School ,Huai’ an,Jiangsu 223200)
[ Objective | Biocontrol bacteria against pepper bacterial wilt were screened out to provide reference for controlling the disease. [ Meth-

od] Some biocontrol bacteria against R. solanacearum were separated from healthy pepper plants in diseased area of pepper bacterial wilt, and

then identified through morphological identification and 16S rDNA homologous sequence analysis. [ Result] Biocontrol bacteria CQW was obtained

and identified as Bacillus cereus. [ Conclusion] The research provides new resource for controlling pepper bacterial wilt.
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