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Research Advances of Caspase in Plant Programmed Cell Death
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Abstract Caspase is a cysteine-rich class of protease family, which not only widely participates in variety physiological processes of plants,

(Key Laboratory of Biochemistry & Molecular Biology in Universities of Shandong, Weifang University, Weifang,

but the latest research shows that the occurrence of plant PCD is related with caspase. Caspase basic structure and classification and Caspase
involved in plant PCD processes were reviewed, in order to provide a theoretical reference for study the role of Caspases in programmed cell

death in plants.
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