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Optimization of SSR-PCR System for Bougainvillea arborea
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Abstract [ Objective] The aim was to optimize SSR-PCR system for Bougainvillea arborea by orthogonal design. [ Method ] Based on orthogo-
nal design, four levels of four factors (primer, Tag DNA polymerase, Mg’*, dNTPs) have been tested to optimize SSR-PCR reaction system
using Bougainvillea aborea genomic DNA as template. The amplification was performed with a touchdown program. [ Result]The optimized
SSR-PCR reaction condition for Bougainvillea arborea was obtained in a 20 pl system containing 0.4 mmol/L SSR primer, 1.5 U Tag DNA
polymerase, 1.5 mmol/L. Mg®*, 0. 15 mmol/L dNTPs and around 100 ng DNA template. [ Conclusion]With clear, stable and repeatable am-

plification bands, the reaction system can be used for the further studies on genetic diversity and germplasm identification.
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s SIYHEE  TaqDNA FEHREE Mg’ R dNTPs i
5 mol/L U/20 pl mmol/L, mmol/L
1 0.30 1.00 1.50 0.15
2 0.30 1.50 2.00 0.20
3 0.30 2.00 2.50 0.25
4 0.30 2.50 3.00 0.30
5 0.40 1.00 2.00 0.25
6 0.40 1.50 1.50 0.30
7 0.40 2.00 3.00 0.15
8 0.40 2.50 2.50 0.20
9 0.50 1.00 2.50 0.30
10 0.50 1.50 3.00 0.25
11 0.50 2.00 1.50 0.20
12 0.50 2.50 2.00 0.15
13 0.60 1.00 3.00 0.20
14 0.60 1.50 2.50 0.15
15 0.60 2.00 2.00 0.30
16 0.60 2.50 1.50 0.25
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B. arborea Chen & Lu 2014111002
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5 B. ‘Los Banos Beauty Variegata’ Chen 2013013002
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