LZHR MR Journal of Anhui Agri. Sci.2015,43(16) ;49 —52 EXHE LA =AW 2

/.

HEREGFEEESHEXRERNRIEHAR

g gk F LA Y NEE AR

(1. ATl KA 563 5 TRREBE , ZRCAIE 230009 ;2. Pk FHAR ML K24 A Bk # B AR 24 B, 1 T3k FH 113001)

HE [BW]AASHEAEEZSRMEALBRGERSH R LW THERET RE, [FiE]ARREEE PCR 7 ik, st4E& Lot 4B
A BACHE AR KGNS R BRI ARG (B B RS B R R R R LR 5 A BOMERR b # K F A A AT oM, [ R] BB A ZALEE AR
KRR 2 NARAERR POEARATEE S T LML BEBLAMK BMFEEES ANAREFHI B RSFARFTEALETS TR
Mo CBLHEE A HACE: AR K4S 0L BEMLABE IS4 N AR EANGE 2 d WP AR TR ES TAMRIT 2 d, oL H AN
B2dMBRPHREERFRT TALN2d, (LA THEREZEETESRMANS MAENERSH L E LA, AE—F AR
XBHAZ B E SRR AR G E T LA,

KEIR MR EELTASRMAAR Ak

hESHES S188 XEAFRIZES A XERS 0517 -6611(2015)16 —049 - 04

The Expression of the Genes Related to the Sex Pheromone Biosynthesis of Antheraea pernyi
HOU Yang, ZHANG Fang, WANG Jun, WEI Zhao-jun” et al
Technology, Hefei, Anhui 230009 )

Abstract
were investigated in Antheraea pernyi. [ Method] The expression of Acetyl-CoA carboxylase, very long chain fatty acids, Alcohol dehydrogen-
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[ Objective | The distribution and developmental expression in pheromone gland of the genes related to the pheromone biosynthesis

ase, Lipase, Esterase in different tissues and stages of pheromone gland were analyzed by quantitative PCR. [ Result] Two genes showed the
highest expression in pheromone gland, including Acetyl CoA Carboxylase, elongation of very longchain fatty acids. The other three genes ex-
press highly in midgut or fat body, including Alcohol dehydrogenase, Lipase, Esterase gene. The mRNA of five genes changes significantly with
moth eclosion. The mRNA of four genes in the pheromone gland of 2 days after eclosion are higher than those in the gland of 2 days before e-
closion, including Acyl-CoA dehydrogenase gene, elongation of very longchain fatty acids gene, Alcohol dehydrogenase gene, Lipase gene.
The Esterase gene shows higher expression level in the pheromone gland of 2 days before eclosion than those in the gland of 2 days after eclo-
sion. [ Conclusion] The tissue distribution and development expression of 5 genes related to the pheromone biosynthesis was determined,

which will lay a basis for study on these related genes.
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