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Study on the Nutritional Components and Microbial Community in the Beddings of Pig Raising by Bio-fermentation Bed
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Abstract

fermentation bed and the components in the beddings of fermentation bed with different depth in different years. [ Method ] The contents of nutri-

(1. College of Biological and Chemical Engineering, Jiaxing University, Jiaxing, Zhe-
[ Objective | The research aimed to discuss the changes of microbial community with different years under the swine raising model of

tional components in the samples were determined by using conventional analysis method. The microbe were isolated and purified from samples
with different years. Based on 16S rRNA molecular biological identification, the microbial community was analyzed. [ Result] With the prolon-
ging the using years of fermentation bed, the contents of total nitrogen, total phosphorus, K, Ca, crude ash and crude protein in the beddings
were significantly increased, but the water content had no obvious decrease. The concentrations of total nitrogen, total phosphors, total K and Ca
in the bedding with one using years and two using years were gradually decreased from the upper layer to the lower layer. The contents of water,
total nitrogen,total phosphors, K, Ca, crude ash and crude protein in the beddings with different depth and different using years in the group of
feces and urine were higher than that in other groups. With the increasing the using years, the diversity of microbial community in the beddings
of swine micro-fermentation bed had the trend of decreasing. Bacillus bacteria and Clostridium bacteria were dominant bacteria in the first and
second year of samples, which played an important role in depredating organic matter in micro-fermentation beddings. [ Conclusion] The research

could provide theoretical basis for the rational utilization of beddings resources.

Key words  Bio-fermentation bed; Microbial community; Diversity; Nutritional components
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