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Abstract

the predicted BmSu(z)12 gene sequence in the genome of silkworm, the specific primers were designed. qRT-PCR was applied to analyze the

(Henan Key Laboratory of Insect Biology in Funiu Mountain,
[ Objective ] The aim was to study the expression of polycomb group gene BmSu(z)12, in silkworm larvae. [ Method] Based on
expression of BmSu(z)12 in different instar larvae of silkworm. [ Result] The expression level of BmSu(z)12 was high in the first and the last

2 days of the 5th newly molted larvae, low expression was observed in the eating larvae of each instar. It showed regular expression patterns in
the different developmental stages of larva. [ Conclusion] BmSu(z)12 may have important roles in the development of the silkworm larvae, the

study will provide fundamental knowledge for further investigation of SU(Z)12 protein function in silkworm.
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