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Cloning of Hubei Strain gE Gene of Porcine Pseudorabies Virus and Sequence Analysis
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Abstract
bei Province, their genetic variation was analyzed. [ Method ] A pairs of primers were designed and the sequence of gE gene of pseudorabies virus
in the reference GenBank,PCR amplification and sequence analysis of PRV Hubei strain gk gene was done,and the PCR product was cloned into
pMD 18-T vector. By restriction enzyme analysis and sequencing of recombinant plasmid, homology analysis and comparison with the other regions
included in GenBank standard reference strains at home and abroad. [ Result ] The results showed that with the standard reference strains, the nu-
cleotide sequence homology of 95.0% —98.0% , phylogenetic tree analysis showed that, PRVHBXS2014 strain and Jiaozuo EU561349-China in
Henan strain belonged to the same branch, close relationship,but there are some gene mutation,and the results were consistent with the reported

[ Objective | Based on cloning and sequencing of Hubei strain gF gene of porcine pseudorabies virus isolated from a pig farms in Hu-

in the literature. [ Conclusion] The study provided a reference for effective prevention and control of the disease.
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