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Research Progress of Degumming Enzyme and Technology of Flax Fiber
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Abstract The extraction of flax fiber, i. e. degumming, means to keep the textile fibers and remove pectin and hemicelluloses. Based on the
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brief introduction of flax fiber and its production status, this paper summarized the components and action mechanism of degumming enzymes,
then systematically concluded the current usage of degumming techniques. Finally, this paper proposed the prospective improvements of de-

gumming techniques.
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