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Genetic Variations of Beijing You Chicken Revealed by Microsatellite Markers
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Abstract

analyze the conservation efficiency of Beijing You chickens preserved population. Genotypes were detected in 192 samples. The genetic variations

(Institute of Animal Husbandry and Veterinary Medicine, Beijing Municipal Academy of Agriculture and Forestry Sci-
[ Objective | To discuss the genetic diversity of Beijing You chicken. [ Method] Twenty — nine microsatellite markers were used to

among the populations were calculated by the number of alleles, gene frequency, expected heterozygosity (He) , and Polymorphism Information
Content (PIC) values. [Result] The results showed that 171 alleles were detected. All loci detected in the study showed polymorphism and the
number of alleles ranged from 2 to 14 in the population and the average observed number of alleles was 5.90. High polymorphism was found in
the population, and the average of He and PIC values were 0.53 and 0.59 each more than 0.5. Most of these loci were at Hardy — Weinberg e-
quilibrium except five loci (MCW0069, ADLO112, MCWO0183, LEI0234, MCWO0016). [ Conclusion] Beijing You chickens preserved population

in the Yufa conservation farm of Beijing Academy of Agriculture and Forestry Sciences (BAAFS) was shown to have retained substantial biodiver-

sity, indicating that the conservation programs are efficient.
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