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RAPD Analysis of Six Different Regions Angelicae sinensis Seed in Gansu
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Abstract

( Department of bioengineering, Zunyi Medical College Zhuhai Campus,Zhuhai, Guangdong 519041)
[ Objective ] To explore the feasibility of using RAPD analysis to identify Angelicae sinensis in Gansu. [ Methods] The genomic

DNAs were extracted from Angelicae sinensis by modified CTAB method and analyzed by RAPD with primer S61. [ Result] It had obtained high
quality team genomic DNA by modified CTAB method. The RAPD map showed that high polymorphism existed in primer S61 was clear and re-

petitive. [ Conclusion] The results obtained provided the basis for identifing Angelicae sinensis from the level of molecular biology.
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Table 1 Sources of Angelicae sinensis seeds used in experiment

%' R FRASEIE S
No. Location Voucher specimen
1 1 H =75 2 Sancha in Zhang County 7X0801026
2 1 H 24 £ Bifeng in Zhang County 7X0811028
3 i = 7% £ Sancha in Lin Tan LT0811046
4 Ilfa 751 38 Xincheng in Lin Tan LT0811049
5 HEXHLZ Chela in Dangchang TCO0811060
6 & B R4l Hadapu in Dangchang TCO0811073
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Table 2 The ultraviolet spectrophotometry analysis of genomic DNA
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ODzso 00280 ODZGO/ODZSO ?ﬁﬁ//ug/ml

No. of sample

1 0.048  0.027 1.778 0.480
2 0.039  0.022 1.773 0.390
3 0.042  0.023 1.826 0.420
4 0.035 0.019 1.842 0.350
5 0.049 0.028 1.750 0.490
6 0.034  0.019 1.789 0.340
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Fig.1 The electrophoretogram of genomic DNA of Angelicae
sinensis seed
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Fig. 2 The electrophoretogram of RAPD analysis
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