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Improvement of Extraction Method of Total DNA from Plant

WANG Wen-dou et al (College of Life Science, Shanxi Normal University, Linfen, Shanxi 041004 )

Abstract [ Objective] The aim was to improve the extraction method of total DNA from plant. [ Method ] Two kinds of grinding method of
DNA extraction were compared in extraction effects. [ Result] The quality of DNA extracted by the two kinds of grinding method was good,
and the DNA could be used in the follow — up molecular biology study; the DNA extraction yield of grinding buffer grinding was higher than
that of liquid nitrogen grinding. [ Conclusion] The method could reduce the cost of DNA extraction, and was an economical and available

method for DNA extraction.
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